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The effect of 5-fluorouracil (5FU) incorporation into RNA has since long been pondered on [1] .
There exists plentiful theoretical and experimental literature about its structure [2] , The problem of its mutagenic effect has been approached by considering base pairs involving 5 FU as supermolecules in a CNDO/2 treatment [3] . Since 5FU is always supposed to pair like U, the mutagenic effect has been ascribed to the greater probability of finding 5FU under enol form compared to U, due to its lower [3] .
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Pig. 1. Proposed pairing for 5FU with A and G. Avhere the F atom takes part in the H-bond. This is a Hoogsteen-type pairing in the sense that it is 7-sided instead of the 6-sided Watson-Crick pairing.
We find no "a priori" reasons for discarding this conformation, hitherto apparently overlooked, on the same grounds as other pairings between the nucleic acid bases [4] . Recently, attention has been drawn to unusually strong H-bonds involving F~, and to its possible biochemical implications [5] . Our IEHT calculation (Table 1 ) predicts for fluorine a net charge close to that of the carbonyl oxygens, so that it should have a similar ability to give rise to usual H-bonds.
Hoogsteen [6] mentions the feasibility of a departure from linearity up to 25° in H-bonds. This tolerance is commonly applied to one of the bonds, keeping the other linear. In Figure 1 we have conjectured, in order to build our model, that both bonds distort from linearity as shown in Table 2 .
Aside from this assumption, geometry is irrelevant as regards the results we are interested in [7] ; therefore, geometry optimization is not required. Ours is more a topological than a geometrical question.
In the IEHT calculation carried out, we obtained ties in the three classical Watson-Crick pairings A-T, A-U and G-C [7] . The effectiveness of semiempirical methods in dealing with this and other related problems [10] needs hardly be emphasized. The purpose of this note is to verify whether or not the application of the bond index formula yields sensible results for the pairing we propose. Table 2 shows that, from this viewpoint, the pairings make sense. Indeed, the IxY values for both kinds of pairings are comparable, and for A-5FU configuration II appears even favoured in relation to configuration I. Figure 2 shows the contour density diagram for the G-5FU (II) pair in the H-bond region. In other pairs [7, 11] , the electron density contours corresponding to the conjugation curves are roughly
